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<210> 1 

<211> 829 

<212> DNA 

^ <213> CANINE PRO ENDOSTATIN NUCLEOTIDE SEQUENCE 

s 

kg <400> 1 

\JJ ccctggcggg cagatgacat cctggccggc cccccgcgcc tgctggaccc ccagccctac 60 

^ cccggggccc cgcaccacgg ctcctacgtg cacttccagc cggctcgccc cactggtggg 12 0 

-Uj cccgtccaca cccacaccca cacccaccag gacttccagc tggtgctgca cctggtggcc 180 

^ ctgaacagcc cgcagccggg cggcatgcga ggcatccggg gagcggactt ccagtgcttc 24 0 

^ cagcaggcgc gcgccgcggg gctggccggc accttccggg ccttcctgtc gtcgcggctg 3 00 

caggacctct acagcatcgt gcgccgcgcc gaccgcaccg gggtgcccgt cgtcaacctc 360 

^ agggacgagg tgctcttccc cagctgggag gccttattct cgggctccga gggccagctg 420 

^"^ aagcccgggg cccgcatctt ctctttcgac ggcagagatg tcctgcagca ccccgcctgg 480 

ccccggaaga gcgtgtggca cggctccgac cccagcgggc gccgcctgac cgacagctac 54 0 

tgcgagacgt ggcggacgga ggccccggcg gccaccgggc. aggcgtcgtc gctgctggcg 600 

^ ggcaggctgc tggagcagga ggccgcgagc tgccgccacg ccttcgtggt gctctgcatc 660 

gagaacagcg tcatgacctc cttctccaag tagggccgcg cggcccacgg acaggcgggg 720 

gagggggcgc ccgcaggagc atccgccgcc ccgggggggc ctggccggga cgcttgcctg 780 

caccgtcacg tttaatgtaa tcctcaagaa ataaaaggaa gccaaagag 829 
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<210> 2 
<211> 230 
<212> PRT 

<213> CANINE PRO ENDOSTATIN AMINO ACID SEQUENCE 
<400> 2 

Pro Trp Arg Ala Asp Asp lie Leu Ala Gly Pro Pro Arg Leu Leu Asp 
15 10 15 

Pro Gin Pro Tyr Pro Gly Ala Pro His His Gly Ser Tyr Val His Phe 



1 




20 25 30 

Gin Pro Ala Arg Pro Thr Gly Gly Pro Val His Thr His Thr His Thr 
.35 40 45 

His Gin Asp Phe Gin Leu Val Leu His Leu Val Ala Leu Asn Ser Pro 
50 55 60 

Gin Pro Gly Gly Met Arg Gly lie Arg Gly Ala Asp Phe Gin Cys Phe 
65 70 75 80 

Gin Gin Ala Arg Ala Ala Gly Leu Ala Gly Thr Phe Arg Ala Phe Leu 
85 90 95 

Ser Ser Arg Leu Gin Asp Leu Tyr Ser lie Val Arg Arg Ala Asp Arg 
100 105 110 

Thr Gly Val Pro Val Val Asn Leu Arg Asp Glu Val Leu Phe Pro Ser 
115 120 125 

□ 

Trp Glu Ala Leu Phe Ser Gly Ser Glu Gly Gin Leu Lys Pro Gly Ala 
p 130 135 140 



OJ 



Arg lie Phe Ser Phe Asp Gly Arg Asp Val Leu Gin His Pro Ala Trp 
145 150 155 160 

Pro Arg Lys Ser Val Trp His Gly Ser Asp Pro Ser Gly Arg Arg Leu 
Q 165 170 175 

5 ■ ■ 

ry Thr Asp Ser Tyr Cys Glu Thr Trp Arg Thr Glu Ala Pro Ala Ala Thr 
£ 180 185 190 



Gly Gin Ala Ser Ser Leu Leu Ala Gly Arg Leu Leu Glu Gin Glu Ala 
195 200 205 

Ala Ser Cys Arg His Ala Phe Val Val Leu Cys lie Glu Asn Ser Val 
210 215 220 

Met Thr Ser Phe Ser Lys 
225 230 



<210> 3 

<211> 555 

<212> DNA 

<213> CANINE ENDOSTATIN NUCLEOTIDE SEQUENCE 

<400> 3 
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cacacccacc aggacttcca gctggtgctg cacctggtgg ccctgaacag cccgcagccg 60 
ggcggcatgc gaggcatccg gggagcggac ttccagtgct tccagcaggc gcgcgccgcg 12 0 
gggctggccg gcaccttccg ggccttcctg tcgtcgcggc tgcaggacct ctacagcatc 180 
gtgcgccgcg ccgaccgcac cggggtgccc gtcgtcaacc tcagggacga ggtgctcttc 24 0 
cccagctggg aggccttatt ctcgggctcc gagggccagc tgaagcccgg ggcccgcatc 3 00 
ttctctttcg acggcagaga tgtcctgcag caccccgcct ggccccggaa gagcgtgtgg 360 
cacggctccg accccagcgg gcgccgcctg accgacagct actgcgagac gtggcggacg 420 
gaggccccgg cggccaccgg gcaggcgtcg tcgctgctgg cgggcaggct gctggagcag 480 
gaggccgcga gctgccgcca cgccttcgtg gtgctctgca tcgagaacag cgtcatgacc 540 
tccttctcca agtag 555 



<210> 4 
<211> 184 
<212> PRT 

<213> CANINE ENDOSTATIN AMINO ACID SEQUENCE 
<400> 4 

His Thr His Gin Asp Phe Gin Leu Val Leu His Leu Val Ala Leu Asn 
15 10 15 

tfl Ser Pro Gin Pro Gly Gly Met Arg Gly lie Arg Gly Ala Asp Phe Gin 



20 25 30 



^ Cys Phe Gin Gin Ala Arg Ala Ala Gly Leu Ala Gly Thr Phe Arg Ala 

35 40 45 

J™ Phe Leu Ser Ser Arg Leu Gin Asp Leu Tyr Ser lie Val Arg Arg Ala 

S 50 55 60 

ni 

^ Asp Arg Thr Gly Val Pro Val Val Asn Leu Arg Asp Glu Val Leu Phe 
O 65 70 75 80 

B 

Pro Ser Trp Glu Ala Leu Phe Ser Gly Ser Glu Gly Gin Leu Lys Pro 
85 90 95 

Gly Ala Arg lie Phe Ser Phe Asp Gly Arg Asp Val Leu Gin His Pro 
100 105 110 

Ala Trp Pro Arg Lys Ser Val Trp His Gly Ser Asp Pro Ser Gly Arg 
115 120 125 

Arg Leu Thr Asp Ser Tyr Cys Glu Thr Trp Arg Thr Glu Ala Pro Ala 
130 135 140 

Ala Thr Gly Gin Ala Ser Ser Leu Leu Ala Gly Arg Leu Leu Glu Gin 
145 150 155 160 



3 




Glu Ala Ala Ser Cys Arg His Ala Phe Val Val Leu Cys lie Glu Asn 
165 170 175 

Ser Val Met Thr Ser Phe Ser Lys 
180 
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